The family Rhabdoviridae comprises viruses with negative-sense (-) single-stranded RNA genomes of 10.8-16.1 kb. Virions are typically enveloped with bullet-shaped or bacilliform morphology but can also be non-enveloped filaments. Rhabdoviruses infect plants and animals including mammals, birds, reptiles and fish, as well as arthropods which serve as single hosts or act as biological vectors for transmission to animals or plants. Rhabdoviruses include important pathogens of humans, livestock, fish and agricultural crops. This is a summary of the International Committee on Taxonomy of Viruses (ICTV) Report on the taxonomy of Rhabdoviridae, which is available at www.ictv.global/report/rhabdoviridae.
VIRION
Virions are usually enveloped and bullet-shaped or bacilliform (i.e. with two rounded ends) and contain five structural proteins (Table 1 , Fig. 1 ). The nucleocapsid protein (N), the large multi-functional RNA-dependent RNA polymerase (L) and the polymerase-associated phosphoprotein (P) together with the RNA genome form the ribonucleoprotein (RNP) complex. The nucleocapsid is encased in the matrix protein (M) layer which also interacts with the envelope containing the transmembrane glycoprotein (G). Plant rhabdoviruses assigned to the genus Varicosavirus are filamentous and lack an envelope.
GENOME
Rhabdovirus negative sense (-) single-stranded RNA genomes range from 10.8 to 16.1 kb [1] . Almost all rhabdovirus genomes are unsegmented but rhabdoviruses with bi-segmented genomes are also known [2] . Terminal non-coding regions are partially complementary. Genomes usually encode five major structural proteins but may also encode additional (accessory) proteins either in additional genes or as alternative ORFs within the structural protein genes (Fig. 2) [1, 3] .
REPLICATION
Rhabdovirus replication generally occurs in the cytoplasm following receptor-mediated endocytosis. Primary 
RESOURCES
Full ICTV Online (10th) Report: www.ictv.global/report/rhabdoviridae.
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